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[bookmark: _Ref10989868][bookmark: _Toc16678038]Supplementary figure S1:  
RT-PCR showing the absence of Sendai-virus RNA for all generated hiPSC clones in passages 13-15. SeV: total Sendai-virus; SeV-KOS: Sendai-virus Klf4/OCT4/SOX2, SeV-Klf4 and SeV-c-Myc. Human 18sRNA was used to verify the presence of cDNA in all samples. Two negative controls (water / no enzyme) and one positive control from freshly Sendai-virus infected myoblasts were used.
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SeV - KOS



expected band size: 528 bp
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SeV - Klf4



Controls



expected band size: 410 bp
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SeV - c-Myc
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expected band size: 532 bp
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