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Fig. S7: Extramedullary erythropoiesis occurs in the spleen of ssNM-R and lsNM-Rs.
(A) Heatmap of erythroid genes in the spleen of mouse, ssNM-R and lsNM-R. (B) GSEA of eryth-
roid gene sets from [2] and (C) of splenic red pulp macrophage (RPM) gene sets for ssNM-R 
spleen compared to mouse. (D) Heatmap of classical genes of mouse RPM that are mostly down-
regulated in NM-R. For all RNA expression, heatmap and GSEA: n =3 mice, n =3 ssNM-Rs and n 
=3 lsNM-Rs; MM: mouse (Mus musculus), NES: normalized enrichment score; p value is adjusted 
p value. 


