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Extraembryonic gut endoderm cells 
undergo programmed cell death during 
development
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Supplementary Figure 1
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Representative flow cytometry gating strategies for E9.5 embryos and the posterior halves

Representative flow cytometry gating strategies for E13.5 organs



Representative flow cytometry gating strategies for E9.5 midgut and hindgut

Representative flow cytometry gating strategies for E9.5 yolk sac endoderm

Supplementary Figure 2
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Representative flow cytometry gating strategies for E13.5 gastrointestinal tract

Supplementary Figure 3
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